Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.005 Å; R factor = 0.092; wR factor = 0.182; data-to-parameter ratio = 13.8.
The title ester, C 27 H 30 N 2 O 3 , crystallizes with two independent molecules in the asymmetric unit whose geometrical features are similar. In each molecule, the pyrrolidine ring adopts an envelope conformation, with the fused C atom shared with the piperidine ring as the flap, and the piperidine ring adopts a chair conformation. In the crystal, C-HÁ Á Á interactions link the inversion-related molecules and form a dimeric arrangement in the unit cell.
Related literature
For the superposition of molecules using Qmol, see: Gans & Shalloway (2001) . For ring-puckering parameters, see : Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C19A-C24A and C19B-C24B rings, respectively. to prepare material for publication: SHELXL97 (Sheldrick, 2008) and PLATON (Spek, 2009 ).
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Figure 1
The molecular structure of the title compound, showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma (F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 109.8 (3) N2B-C14B-C13B 109.4 (3) N2A-C14A-C15A 100.0 (2) N2B-C14B-C15B 101.0 (2) C13A-C14A-C15A 117.0 (3) C13B-C14B-C15B 116.4 (3) N2A-C14A-H14A 109.9 N2B-C14B-H14B 109.9 C13A-C14A-H14A 109.9 C13B-C14B-H14B 109.9 C15A-C14A-H14A 109.9 C15B-C14B-H14B 109.9 C19A-C15A-C14A 119.8 (3) C19B-C15B-C14B 118.8 (3) C19A-C15A-C16A 114.5 (3) C19B-C15B-C16B 114.8 (3) C14A-C15A-C16A 102.1 (2) C14B-C15B-C16B 101.7 (2) C19A-C15A-H15A 106.5 C19B-C15B-H15B 106.9 C14A-C15A-H15A 106.5 C14B-C15B-H15B 106.9 C16A-C15A-H15A 106.5 C16B-C15B-H15B 106.9 C26A-C16A-C17A 111.0 (3) C26B-C16B-C17B 111.0 (3) C26A-C16A-C15A 113.1 (2) C26B-C16B-C15B 113.0 (2) C17A-C16A-C15A 112.3 (3) C17B-C16B-C15B 112.3 (3) C26A-C16A-C9A 109.5 (2) C26B-C16B-C9B 110.0 (2) C17A-C16A-C9A 107.0 (2) C17B-C16B-C9B 106.6 (2) C15A-C16A-C9A 103.5 (2) C15B-C16B-C9B 103.5 (2) N1A-C17A-C16A 103.9 (3) N1B-C17B-C16B 104.0 (2) N1A-C17A-H17A 111.0 N1B-C17B-H17C 111.0 C16A-C17A-H17A 111.0 C16B-C17B-H17C 111.0 N1A-C17A-H17B 111.0 N1B-C17B-H17D 111.0 C16A-C17A-H17B 111.0 C16B-C17B-H17D 111.0 H17A-C17A-H17B 109.0 H17C-C17B-H17D 109.0
